LUD 5780-2us.ST25.txt 
SEQUENCE LISTING 

<110> MA, Wenbin 

GERMEAU, Catherine 

VAN DEN EYNDE, Benoit 

COULIE, Pierre 
BOON-FALLEUR, Thierry 

<120> MAGE C2 ANTIGENIC PEPTIDES AND USES THEREOF 

<130> LUD 5780.2 US 

<140> NOT YET ASSIGNED 
<141> 2003-09-26 

<150> 60/413,844 
<151> 2002-09-27 

<150> 60/433,983 
<151> 2002-12-18 

<150> 60/459,263 
<151> 2003-04-02 

<160> 105 

<170> Patentin version 3.2 

<210> 1 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
C9) . . (9) 

n at position 9 may be any amino acid 



<400> 1 

Ala Leu Lys Asp va1 Glu Glu Arg xaa 
1 5 



<210> 2 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Leu Lys Asp va1 Glu Glu Arg va1 
1 5 



<210> 3 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 3 
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Ala Leu Lys Asp val Glu Glu Arg val 
1 5 



<210> 4 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Ala Leu Lys Asp val Glu Glu Arg 
1 5 



<210> 5 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Ala Leu Lys Asp val Glu Glu Arg Ala 
1 5 



<210> 6 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Ala Leu Lys Asp Glu Glu Glu Arg Ala 
1 5 



<210> 7 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Ala Lys Arg Glu Glu Gly Glu Gly Val 
1 5 



<210> 8 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Ala Leu Arg Asp Glu Glu Glu Arg Ala 
1 5 



<210> 9 

<211> 9 

<212> PRT 

<213> Homo sapiens 
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<400> 9 

Ala Leu Arg Asp Glu Glu Glu Arg Va1 
1 5 



<210> 10 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Glu Ala Asp Pro Thr Gly His Ser Tyr 
1 5 



<210> 11 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Glu val Asp Pro lie Gly His Leu Tyr 
1 5 



<210> 12 

<211> 9 

<212> PRT 

<213> Artificial sequence 

<220> 

<223> Potential Binding Motif 



<220> 

<221> MISC_FEATURE 

<222> (3).. (3) 

<223> Xaa at position 3 may be Arg or Lys 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa at position 4 may be Asp or Glu 
<220> 

<221> MISC_FEATURE 

<222> (5).. (5) 

<223> Xaa at positions may be val or Glu 
<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> xaa at position 6 may be Glu or Gly 
<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa at position 8 may be Gly or Arg 
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<220> 

<221> MISC_FEATURE 
<222> (9) . . (9) 

<223> Xaa at position 9 may be Ala or val 
<400> 12 

Ala Leu Xaa xaa xaa Xaa Glu xaa xaa 
1 5 



<210> 13 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Antigenic peptide 

<400> 13 

Ala Leu Arg Asp val Glu Glu Arg val 
1 5 



<210> 14 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Antigenic Peptide 

<400> 14 

Ala Leu Arg Asp val Glu Glu Arg Ala 
1 5 



<210> 15 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Antigenic peptide 

<400> 15 

Ala Leu Arg Asp val Glu Glu Gly Ala 
1 5 



<210> 16 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 16 
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Ala Leu Arg Asp val Glu Glu Gly val 
1 5 



<210> 17 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 17 

Ala Leu Arg Asp va1 Gly Glu Arg va1 
1 5 



<210> 18 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 18 

Ala Leu Arg Asp va1 Gly Glu Arg Ala 
1 5 



<210> 19 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 19 

Ala Leu Arg Asp val Gly Glu Gly Ala 



<210> 20 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 20 

Ala Leu Arg Asp val Gly Glu Gly Val 
1 5 



<210> 21 
<211> 9 
<212> PRT 
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<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 
<400> 21 

Ala Leu Arg Asp Glu Glu Glu Gly Ala 



<210> 22 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 22 

Ala Leu Arg Asp Glu Glu Glu Gly val 
1 5 



<210> 23 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 23 

Ala Leu Arg Asp Glu Gly Glu Arg Val 



<210> 24 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 24 

Ala Leu Arg Asp Glu Gly Glu Arg Ala 



<210> 25 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 25 
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Ala Leu Arg Asp Glu Gly Glu Gly Ala 
1 5 



<210> 26 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 26 

Ala Leu Arg Asp Glu Gly Glu Gly val 
1 5 



<210> 27 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 27 

Ala Leu Arg Glu val Glu Glu Arg Val 



<210> 28 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 28 

Ala Leu Arg Glu val Glu Glu Arg Ala 



<210> 29 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 29 

Ala Leu Arg Glu val Glu Glu Gly Ala 
1 5 



<210> 30 
<211> 9 
<212> PRT 
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<213> ARTIFICIAL SEQUENCE 
<220> 

<223> antigenic peptide 
<400> 30 

Ala Leu Arg Glu va1 Glu Glu Gly va1 
1 5 



<210> 31 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 31 

Ala Leu Arg Glu val Glu Glu Gly Val 
1 5 



<210> 32 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> antigenic peptide 

<400> 32 

Ala Leu Arg Glu val Gly Glu Arg Ala 



<210> 33 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 33 

Ala Leu Arg Glu val Gly Glu Gly Ala 
1 5 



<210> 34 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 34 
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Ala Leu Arg Glu val Gly Glu Gly val 
1 5 



<210> 35 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 35 

Ala Leu Arg Glu Glu Glu Glu Arg va1 
1 5 



<210> 36 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 36 

Ala Leu Arg Glu Glu Glu Glu Arg Ala 



<210> 37 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 37 

Ala Leu Arg Glu Glu Glu Glu Gly Ala 
1 5 



<210> 38 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 38 

Ala Leu Arg Glu Glu Glu Glu Gly Val 
1 5 



<210> 39 
<211> 9 
<212> PRT 
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<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 
<400> 39 

Ala Leu Arg Glu Glu Gly Glu Ala va1 



<210> 40 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 40 

Ala Leu Arg Glu Glu Gly Glu Arg Ala 



<210> 41 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 41 

Ala Leu Arg Glu Glu Gly Glu Gly Ala 
1 5 



<210> 42 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 42 

Ala Leu Lys Asp Va1 Glu Glu Gly Ala 
1 5 



<210> 43 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 43 
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Ala Leu Lys Asp val Glu Glu Gly val 
1 5 



<210> 44 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 44 

Ala Leu Lys Asp val Gly Glu Ala val 
1 5 



<210> 45 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 45 

Ala Leu Lys Asp Val Gly Glu Arg Ala 



<210> 46 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 46 

Ala Leu Lys Asp val Gly Glu Gly Ala 



<210> 47 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 47 

Ala Leu Lys Asp val Gly Glu Gly Val 
1 5 



<210> 48 
<211> 9 
<212> PRT 
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<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 
<400> 48 

Ala Leu Lys Asp Glu Glu Glu Arg Va1 
1 5 



<210> 49 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 49 

Ala Leu Lys Asp Glu Glu Glu Gly Ala 
1 5 



<210> 50 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 50 

Ala Leu Lys Asp Glu Glu Glu Gly val 
1 5 



<210> 51 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 51 

Ala Leu Lys Asp Glu Gly Glu Arg Val 
1 5 



<210> 52 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 52 
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Ala Leu Lys Asp Glu Gly Glu Arg Ala 
1 5 



<210> 53 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 53 

Ala Leu Lys Asp Glu Gly Glu Gly Ala 
1 5 



<210> 54 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 54 

Ala Leu Lys Asp Glu Gly Glu Gly val 



<210> 55 

<211> 11 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 55 

Ala Leu Lys Glu val Glu Glu Arg val Ala Asn 
1 5 10 



<210> 56 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 56 

Ala Leu Lys Glu val Glu Glu Arg Ala 
1 5 



<210> 57 
<211> 9 
<212> PRT 
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<213> ARTIFICIAL SEQUENCE 
<220> 

<223> antigenic peptide 
<400> 57 

Ala Leu Lys Glu val Glu Glu Gly Ala 
1 5 



<210> 58 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 58 

Ala Leu Lys Glu val Glu Glu Gly Val 
1 5 



<210> 59 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 59 

Ala Leu Lys Glu val Gly Glu Arg val 
1 5 



<210> 60 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 60 

Ala Leu Lys Glu val Gly Glu Arg Ala 
1 5 



<210> 61 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 61 
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Ala Leu Lys Glu val Gly Glu Gly Ala 
1 5 



<210> 62 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 62 

Ala Leu Lys Glu val Gly Glu Gly Val 
1 5 



<210> 63 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 63 

Ala Leu Lys Glu Glu Glu Glu Arg val 
1 5 



<210> 64 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 64 

Ala Leu Lys Glu Glu Glu Glu Arg Ala 
1 5 



<210> 65 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> antigenic peptide 

<400> 65 

Ala Leu Lys Glu Glu Glu Glu Gly Ala 
1 5 



<210> 66 
<211> 9 
<212> PRT 

Page 15 



LUD 5780-2us.ST25.txt 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> antigenic peptide 
<400> 66 

Ala Leu Lys Glu Glu Glu Glu Gly Va1 
1 5 



<210> 67 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> antigenic peptide 

<400> 67 

Ala Leu Lys Glu Glu Gly Glu Arg Val 
1 5 



<210> 68 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Antigenic peptide 

<400> 68 

Ala Leu Lys Glu Glu Gly Glu Arg Ala 
1 5 



<210> 69 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> Antigenic peptide 

<400> 69 

Ala Leu Lys Glu Glu Gly Glu Arg Ala 
1 5 



<210> 70 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> antigenic peptide 

<400> 70 
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Ala Leu Lys Glu Glu Gly Glu Gly Val 
1 5 

<210> 71 

<211> 373 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (334).. (334) 

<223> xaa at position at position 334 is Lys in MAGE-C2 and Glu in 
CT-10 

<400> 71 

Met Pro Pro Val Pro Gly Val Pro Phe Arg Asn Val Asp Asn Asp Ser 
15 10 15 

Pro Thr Ser val Glu Leu Glu Asp Trp val Asp Ala Gin His Pro Thr 
20 25 30 

Asp Glu Glu Glu Glu Glu Ala Ser ser Ala Ser ser Thr Leu Tyr Leu 
35 40 45 

Val Phe Ser Pro Ser Ser Phe Ser Thr ser Ser ser Leu lie Leu Gly 
50 55 60 

Gly Pro Glu Glu Glu Glu val Pro Ser Gly val lie Pro Asn Leu Thr 
65 70 75 80 

Glu Ser lie Pro Ser ser Pro Pro Gin Gly Pro Pro Gin Gly Pro Ser 
85 90 95 

Gin Ser Pro Leu Ser Ser Cys Cys Ser Ser Phe Ser Trp Ser Ser Phe 
100 105 110 

Ser Glu Glu Ser Ser Ser Gin Lys Gly Glu Asp Thr Gly Thr cys Gin 
115 120 125 

Gly Leu Pro Asp Ser Glu ser ser Phe Thr Tyr Thr Leu Asp Glu Lys 
130 135 140 

Val Ala Glu Leu val Glu Phe Leu Leu Leu Lys Tyr Glu Ala Glu Glu 
145 150 155 160 

Pro Val Thr Glu Ala Glu Met Leu Met lie Val lie Lys Tyr Lys Asp 
165 170 175 

Tyr Phe Pro Val lie Leu Lys Arg Ala Arg Glu Phe Met Glu Leu Leu 
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LUD 5780-2us.ST25.txt 
185 190 



Phe Gly Leu Ala Leu lie Glu val Gly Pro Asp His Phe Cys val Phe 
195 200 205 

Ala Asn Thr val Gly Leu Thr Asp Glu Gly Ser Asp Asp Glu Gly Met 
210 215 220 

Pro Glu Asn Ser Leu Leu lie lie lie Leu Ser val lie Phe lie Lys 
225 230 235 240 

Gly Asn Cys Ala Ser Glu Glu val lie Trp Glu Val Leu Asn Ala val 
245 250 255 

Gly val Tyr Ala Gly Arg Glu His Phe val Tyr Gly Glu Pro Arg Glu 
260 265 270 

Leu Leu Thr Lys Val Trp Val Gin Gly His Tyr Leu Glu Tyr Arg Glu 
275 280 285 

Val Pro His Ser Ser Pro Pro Tyr Tyr Glu Phe Leu Trp Gly Pro Arg 
290 295 300 

Ala His Ser Glu Ser lie Lys Lys Lys val Leu Glu Phe Leu Ala Lys 
305 310 315 320 

Leu Asn Asn Thr val Pro ser ser Phe Pro Ser Trp Tyr xaa Asp Ala 
325 330 335 

Leu Lys Asp val Glu Glu Arg val Gin Ala Thr lie Asp Thr Ala Asp 
340 345 350 

Asp Ala Thr val Met Ala ser Glu Ser Leu Ser val Met Ser Ser Asn 
355 360 365 

val ser Phe Ser Glu 
370 

<210> 72 

<211> 1983 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1329). .(1329) 

<223> n at position 1329 is "a" in MAGE-C2 and "g" in CTlO 
<400> 72 
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tgggaatctg 


acggatcgga 


ggcatttgtg 


aggaggcgcg 


aatcaagtta 


gcggggggaa 


60 


gagtcttaga 


cctggccagt 


cctcagggtg 


agggccctga 


ggaagaactg 


agggacctcc 


120 


caccatagag 


agaagaaacc 


ccggcctgta 


ctgcgctgcc 


gtgagactgg 


tgctccagga 


180 


accaggtggt 


gacgaactgg 


gtgtgaggca 


cacagcctaa 


agtcagcaca 


gcagaggagg 


240 


cccaggcagt 


gccaggagtc 


aaggcctgtt 


ggatctcatc 


atccatatcc 


ctgttgatac 


300 


gtttacctgc 


tgctcctgaa 


gaagtcgtca 


tgcctcccgt 


tccaggcgtt 


ccattccgca 


360 


acgttgacaa 


cgactccccg 


acctcagttg 


agttagaaga 


ctgggtagat 


gcacagcatc 


420 


ccacagatga 


ggaagaggag 


gaagcctcct 


ccgcctcttc 


cactttgtac 


ttagtatttt 


480 


ccccctcttc 


tttctccaca 


tcctcttctc 


tgattcttgg 


tggtcctgag 


gaggaggagg 


540 


tgccctctgg 


tgtgatacca 


aatcttaccg 


agagcattcc 


cagtagtcct 


ccacagggtc 


600 


ctccacaggg 


tccttcccag 


agtcctctga 


gctcctgctg 


ctcctctttt 


tcatggagct 


660 


cattcagtga 


ggagtccagc 


agccagaaag 


gggaggatac 


aggcacctgt 


cagggcctgc 


720 


cagacagtga 


gtcctctttc 


acatatacac 


tagatgaaaa ggtggccgag 


ttagtggagt 


780 


tcctgctcct 


caaatacgaa 


gcagaggagc 


ctgtaacaga 


ggcagagatg 


ctgatgattg 


840 


tcatcaagta 


caaagattac 


tttcctgtga 


tactcaagag 


agcccgtgag 


ttcatggagc 


900 


ttctttttgg 


ccttgccctg 


atagaagtgg 


gccctgacca 


cttctgtgtg 


tttgcaaaca 


960 


cagtaggcct 


caccgatgag 


ggtagtgatg 


atgagggcat 


gcccgagaac 


agcctcctga 


1020 


ttattattct 


gagtgtgatc 


ttcataaagg 


gcaactgtgc 


ctctgaggag 


gtcatctggg 


1080 


aagtgctgaa 


tgcagtaggg 


gtatatgctg 


ggagggagca 


cttcgtctat 


ggggagccta 


1140 


gggagctcct 


cactaaagtt 


tgggtgcagg 


gacattacct 


ggagtatcgg 


gaggtgcccc 


1200 


acagttctcc 


tccatattat 


gaattcctgt 


ggggtccaag 


agcccattca 


gaaagcatca 


1260 


agaagaaagt 


actagagttt 


ttagccaagc 


tgaacaacac 


tgttcctagt 


tcctttccat 


1320 


cctggtacna 


ggatgctttg 


aaagatgtgg 


aagagagagt 


ccaggccaca 


attgataccg 


1380 


cagatgatgc 


cactgtcatg 


gccagtgaaa 


gcctcagtgt 


catgtccagc 


aacgtctcct 


1440 


tttctgagtg 


aagtctagga 


tagtttcttc 


cccttgtgtt 


tgaacagggc 


agtttaggtt 


1500 


ctaggtagtg 


gagggccagg 


tggggctcga 


ggaacgtagt 


gttctttgca 


tttctgtccc 


1560 


atatgggtga 


tgtagagatt 


tacctgtttt 


tcagtatttt 


ctaaatgctt 


ttcctttgaa 


1620 


tagcaggtag 


ttagcttcag 


agtgttaatt 


tatgaatatt 


agtcgcacat 


gtattgctct 


1680 


ttatctggtt 


taagagtaac 


agtttgatat 


tttgttaaaa 


aaatggaaat 


accttctccc 


1740 


ttattttgtg 


atctgtaaca 


gggtagtgtg 


gtattgtaat 


aggcattttt 


tttttttttt 


1800 


acaatgtgca 


ataactcagc 


agttaaatag 


tggaacaaaa 


ttgaagggtg 


gtcagtagtt 


1860 


tcatttcctt 


gtcctgctta 


ttcttttgtt 


cttgaaaatt 
Page 


atatatacct 
19 


ggctttgctt 


1920 



LUD 5780-2us.ST25.txt 
agcttgttga agaaagtagc agaaattaaa tcttaataaa agaaaaaaaa aaaaaaaaaa 
agg 



1980 
1983 



<210> 73 

<211> 1142 

<212> PRT 

<213> Homo sapiens 

<400> 73 

Met Gly Asp Lys Asp Met Pro Thr Ala Gly Met Pro Ser Leu Leu Gin 
15 10 15 

Ser Ser Ser Glu Ser Pro Gin Ser Cys Pro Glu Gly Glu Asp Ser Gin 
20 25 30 

Ser Pro Leu Gin lie Pro Gin ser ser pro Glu Ser Asp Asp Thr Leu 
35 40 45 

Tyr Pro Leu Gin Ser Pro Gin Ser Arg Ser Glu Gly Glu Asp Ser Ser 
50 55 60 

Asp Pro Leu Gin Arg Pro Pro Glu Gly Lys Asp Ser Gin Ser Pro Leu 
65 70 75 80 

Gin lie Pro Gin Ser Ser Pro Glu Gly Asp Asp Thr Gin Ser Pro Leu 
85 90 95 

Gin Asn Ser Gin Ser Ser Pro Glu Gly Lys Asp Ser Leu Ser Pro Leu 
100 105 110 

Glu lie ser Gin ser Pro Pro Glu Gly Glu Asp val Gin ser Pro Leu 
115 120 125 

Gin Asn Pro Ala Ser Ser Phe Phe Ser Ser Ala Leu Leu Ser lie Phe 
130 135 140 

Gin Ser Ser Pro Glu Ser lie Gin Ser Pro Phe Glu Gly Phe Pro Gin 
145 150 155 160 

Ser Val Leu Gin lie Pro Val Ser Ala Ala Ser Ser Ser Thr Leu val 
165 170 175 

Ser lie Phe Gin Ser ser Pro Glu Ser Thr Gin ser Pro Phe Glu Gly 
180 185 190 

Phe Pro Gin Ser Pro Leu Gin lie Pro Val Ser Arg ser Phe Ser Ser 
195 200 205 
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Thr Leu Leu Ser lie Phe Gin Sen Ser Pro Glu Arg Ser Gin Arg Thr 
210 215 220 

Ser Glu Gly Phe Ala Gin Ser Pro Leu Gin lie Pro val Ser Ser Ser 
225 230 235 240 

Ser Ser Ser Thr Leu Leu Ser Leu Phe Gin Ser Ser Pro Glu Arg Thr 
245 250 255 

Gin Ser Thr Phe Glu Gly Phe Pro Gin Ser Pro Leu Gin lie Pro val 
260 265 270 

Ser Arg Ser Phe Ser Ser Thr Leu Leu Ser lie Phe Gin Ser Ser Pro 
275 280 285 



Glu Arg Thr Gin Ser Thr Phe Glu Gly Phe Ala Gin Ser Pro Leu Gin 
290 295 300 



lie Pro val Ser Pro Ser Phe Ser Ser Thr Leu Val Ser lie Phe Gin 
305 310 315 320 

Ser Ser Pro Glu Arg Thr Gin Ser Thr Phe Glu Gly Phe Pro Gin ser 
325 330 335 

Pro Leu Gin lie Pro val Ser Ser Ser Phe Ser Ser Thr Leu Leu Ser 
340 345 350 

Leu Phe Gin Ser Ser Pro Glu Arg Thr Gin Ser Thr Phe Glu Gly Phe 
355 360 365 

Pro Gin Ser Pro Leu Gin lie Pro Gly Ser Pro Ser Phe Ser Ser Thr 
370 375 380 

Leu Leu Ser Leu Phe Gin Ser Ser Pro Glu Arg Thr His Ser Thr Phe 
385 390 395 400 

Glu Gly Phe Pro Gin Ser Pro Leu Gin lie Pro Met Thr Ser Ser Phe 
405 410 415 

Ser Ser Thr Leu Leu Ser lie Leu Gin ser Ser pro Glu Ser Ala Gin 
420 425 430 

Ser Ala Phe Glu Gly Phe Pro Gin Ser Pro Leu Gin lie Pro val Ser 
435 440 445 



Ser Ser Phe Ser Tyr Thr Leu Leu Ser Leu Phe Gin Ser Ser Pro Glu 
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455 460 



Arg Thr His Sen Thr Phe Glu Gly Phe Pro Gin Ser Pro Leu Gin lie 
465 470 475 480 

Pro val Ser ser ser ser ser ser ser Thr Leu Leu Ser Leu Phe Gin 
485 490 495 

Ser Ser Pro Glu Cys Thr Gin Ser Thr Phe Glu Gly Phe Pro Gin Ser 
500 505 510 

Pro Leu Gin lie Pro Gin Ser Pro Pro Glu Gly Glu Asn Thr His Ser 
515 520 525 

Pro Leu Gin lie Val Pro Ser Leu Pro Glu Trp Glu Asp Ser Leu Ser 

530 535 540 

Pro His Tyr Phe Pro Gin ser Pro Pro Gin Gly Glu Asp Ser Leu ser 
545 550 555 560 

Pro His Tyr Phe Pro Gin Ser Pro Pro Gin Gly Glu Asp Ser Leu Ser 
565 570 575 

Pro His Tyr Phe Pro Gin Ser Pro Gin Gly Glu Asp ser Leu Ser Pro 
580 585 590 

His Tyr Phe Pro Gin Ser Pro Pro Gin Gly Glu Asp Ser Met Ser Pro 
595 600 605 

Leu Tyr Phe Pro Gin Ser Pro Leu Gin Gly Glu Glu Phe Gin Ser Ser 
610 615 620 

Leu Gin Ser Pro Val ser lie Cys Ser Ser Ser Thr Pro Ser ser Leu 
625 630 635 640 

Pro Gin ser Phe Pro Glu ser ser Gin ser Pro Pro Glu Gly Pro val 
645 650 655 

Gin Ser Pro Leu His Ser Pro Gin Ser Pro Pro Glu Gly Met His Ser 
660 665 670 

Gin Ser Pro Leu Gin Ser Pro Glu ser Ala Pro Glu Gly Glu Asp Ser 
675 680 685 

Leu Ser Pro Leu Gin lie Pro Gin Ser Pro Leu Glu Gly Glu Asp Ser 
690 695 700 
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Leu Ser Ser Leu His Phe Pro Gin Ser Pro Pro Glu Trp Glu Asp Ser 
705 710 715 720 

Leu Ser Pro Leu His Phe Pro Gin Phe Pro Pro Gin Gly Glu Asp Phe 
725 730 735 

Gin Ser Ser Leu Gin Ser Pro val Ser lie Cys Ser Ser Ser Thr Ser 
740 745 750 

Leu Ser Leu Pro Gin Ser Phe Pro Glu Ser Pro Gin Ser Pro Pro Glu 
755 760 765 

Gly Pro Ala Gin Ser Pro Leu Gin Arg Pro val Ser Ser Phe Phe Ser 
770 775 780 

Tyr Thr Leu Ala Ser Leu Leu Gin Ser Ser His Glu Ser Pro Gin Ser 
785 790 795 800 

Pro Pro Glu Gly Pro Ala Gin Ser Pro Leu Gin Ser Pro Val Ser ser 
805 810 815 

Phe Pro Ser Ser Thr Ser Ser Ser Leu Ser Gin Ser Ser Pro val Ser 
820 825 830 

Ser Phe Pro Ser Ser Thr Ser Ser Ser Leu Ser Lys Ser Ser Pro Glu 
835 840 845 

Ser Pro Leu Gin Ser Pro val lie Ser Phe Ser Ser ser Thr Ser Leu 
850 855 860 

Ser Pro Phe Ser Glu Glu Ser Ser Ser Pro Val Asp Glu Tyr Thr Ser 
865 870 875 880 

Ser Ser Asp Thr Leu Leu Glu Ser Asp Ser Leu Thr Asp Ser Glu Ser 
885 890 895 

Leu lie Glu ser Glu Pro Leu Phe Thr Tyr Thr Leu Asp Glu Lys Val 
900 905 910 

Asp Glu Leu Ala Arg Phe Leu Leu Leu Lys Tyr Gin val Lys Gin Pro 
915 920 925 

lie Thr Lys Ala Glu Met Leu Thr Asn Val lie Ser Arg Tyr Thr Gly 
930 935 940 

Tyr Phe Pro val lie Phe Arg Lys Ala Arg Glu Phe lie Glu lie Leu 
945 950 955 960 
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Phe Gly lie Ser Leu Arg Glu Val Asp Pro Asp Asp Ser Tyr val Phe 
965 970 975 

val Asn Thr Leu Asp Leu Thr Ser Glu Gly Cys Leu Ser Asp Glu Gin 
980 985 990 

Gly Met Ser Gin Asn Arg Leu Leu lie Leu lie Leu Ser lie lie Phe 
995 1000 1005 

lie Lys Gly Thr Tyr Ala Ser Glu Glu Val lie Trp Asp Val Leu 
1010 1015 1020 

ser Gly lie Gly val Arg Ala Gly Arg Glu His Phe Ala Phe Gly 
1025 1030 1035 

Glu Pro Arg Glu Leu Leu Thr Lys Val Trp val Gin Glu His Tyr 
1040 1045 1050 

Leu Glu Tyr Arg Glu val Pro Asn Ser ser Pro Pro Arg Tyr Glu 
1055 1060 1065 

Phe Leu Trp Gly Pro Arg Ala His Ser Glu val lie Lys Arg Lys 
1070 1075 1080 

val val Glu Phe Leu Ala Met Leu Lys Asn Thr val Pro lie Thr 
1085 1090 1095 

Phe Pro ser Ser Tyr Lys Asp Ala Leu Lys Asp Val Glu Glu Arg 
1100 1105 1110 

Ala Gin Ala lie lie Asp Thr Thr Asp Asp Ser Thr Ala Thr Glu 
1115 1120 1125 

Ser Ala Ser Ser Ser val Met Ser Pro Ser Phe Ser Ser Glu 
1130 1135 1140 

<210> 74 

<211> 4265 

<212> DNA 

<213> Homo sapiens 

<400> 74 

gtctgaagga cctgaggcat tttgtgacga ggatcgtctc aggtcagcgg agggaggaga 60 

cttatagacc tatccagtct tcaaggtgct ccagaaagca ggagttgaag acctgggtgt 120 

gagggacaca tacatcctaa aagcaccaca gcagaggagg cccaggcagt gccaggagtc 180 

aaggttccca gaagacaaac cccctaggaa gacaggcgac ctgtgaggcc ctagagcacc 240 
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accttaagag 


aagaagagct 


gtaagccggc 


ctttgtcaga 


gccatcatgg 


gggacaagga 


300 


tatgcctact 


gctgggatgc 


cgagtcttct 


ccagagttcc 


tctgagagtc 


ctcagagttg 


360 


tcctgagggg 


gaggactccc 


agtctcctct 


ccagattccc 


cagagttctc 


ctgagagcga 


420 


cgacaccctg 


tatcctctcc 


agagtcctca 


gagtcgttct 


gagggggagg 


actcctcgga 


480 


tcctctccag 


agacctcctg 


aggggaagga 


ctcccagtct 


cctctccaga 


ttccccagag 


540 


ttctcctgag 


ggcgacgaca 


cccagtctcc 


tctccagaat 


tctcagagtt 


ctcctgaggg 


600 


gaaggactcc 


ctgtctcctc 


tagagatttc 


tcagagccct 


cctgagggtg 


aggatgtcca 


660 


gtctcctctg 


cagaatcctg 


cgagttcctt 


cttctcctct 


gctttattga 


gtattttcca 


720 


gagttcccct 


gagagtattc 


aaagtccttt 


tgagggtttt 


ccccagtctg 


ttctccagat 


780 


tcctgtgagc 


gccgcctcct 


cctccacttt 


agtgagtatt 


ttccagagtt 


cccctgagag 


840 


tactcaaagt 


ccttttgagg 


gttttcccca 


gtctccactc 


cagattcctg 


tgagccgctc 


900 


cttctcctcc 


actttattga 


gtattttcca 


gagttcccct 


gagagaagtc 


agagaacttc 


960 


tgagggtttt 


gcacagtctc 


ctctccagat 


tcctgtgagc 


tcctcctcgt 


cctccacttt 


1020 


actgagtctt 


ttccagagtt 


cccctgagag 


aactcagagt 


acttttgagg 


gttttcccca 


1080 


gtctccactc 


cagattcctg 


tgagccgctc 


cttctcctcc 


actttattga 


gtattttcca 


1140 


gagttcccct 


gagagaactc 


agagtacttt 


tgagggtttt 


gcccagtctc 


ctctccagat 


1200 


tcctgtgagc 


ccctccttct 


cctccacttt 


agtgagtatt 


ttccagagtt 


cccctgagag 


1260 


aactcagagt 


acttttgagg 


gttttcccca 


gtctcctctc 


cagattcctg 


tgagctcctc 


1320 


cttctcctcc 


actttattga 


gtcttttcca 


gagttcccct 


gagagaactc 


agagtacttt 


1380 


tgagggtttt 


ccccagtctc 


ctctccagat 


tcctggaagc 


ccctccttct 


cctccacttt 


1440 


actgagtctt 


ttccagagtt 


cccctgagag 


aactcacagt 


acttttgagg 


gttttcccca 


1500 


gtctcctctc 


cagattccta 


tgacctcctc 


cttctcctct 


actttattga 


gtattttaca 


1560 


gagttctcct 


gagagtgctc 


aaagtgcttt 


tgagggtttt 


ccccagtctc 


ctctccagat 


1620 


tcctgtgagc 


tcctctttct 


cctacacttt 


attgagtctt 


ttccagagtt 


cccctgagag 


1680 


aactcacagt 


acttttgagg 


gttttcccca 


gtctcctctc 


cagattcctg 


tgagctcctc 


1740 


ctcctcctcc 


tccactttat 


tgagtctttt 


ccagagttcc 


cctgagtgta 


ctcaaagtac 


1800 


ttttgagggt 


tttccccagt 


ctcctctcca 


gattcctcag 


agtcctcctg 


aaggggagaa 


1860 


tacccattct 


cctctccaga 


ttgttccaag 


tcttcctgag 


tgggaggact 


ccctgtctcc 


1920 


tcactacttt 


cctcagagcc 


ctcctcaggg 


ggaggactcc 


ctatctcctc 


actactttcc 


1980 


tcagagccct 


cctcaggggg 


aggactccct 


gtctcctcac 


tactttcctc 


agagccctca 


2040 


gggggaggac 


tccctgtctc 


ctcactactt 


tcctcagagc 


cctcctcagg 


gggaggactc 


2100 


catgtctcct 


ctctactttc 


ctcagagtcc 


tcttcagggg 


gaggaattcc 


agtcttctct 


2160 
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^ ^ ^ ^ ^ n ^ ^ ^ ^ 


f^'^ 

9 ugagcoLC L 


gcxccLCCxc 


cacxccaxcc 


agxcxxcccc. 


cigag lx Lccc 






fx'y rx"^ f r" 

cagag^^^^^ 


cxgaggggcc 


^ ^ r ^ 

xgcdCag LC. L 




gxcc LCdgcig 


77Rn 


cccLCcrgEQ 


gggargcaCk 


cccaauc lcc 


xcxccagagx 


ccxgagagxg 


CLCCxgaggg 






cxg lClcclc 


^^^^ ^^^"^^^ 
Lccaaau lcc 


xcagagxccx 


cxxgagggag 


aggacxcccx 






caur llccxc 


agag Lcc lcc 


xgag xgggag 


gacxcccxcx 


cxccxcxcca 




c L L lcc tcag 


Lt lCC LCCtC 


agggggagga 


cxxccagxcx 


xcxcxccaga 


gxccxgxgag 


7 ^ 7n 


uaxcrgc lcc 


lcc Lccacm 


c xr rgag lcx 


xccccagagx 


xxcccxgaga 


gxccxcagag 




XCCuCCL9a9 


gggccrgcLC 


agxcxccxcx 


ccagagaccx 


gxcagc LCC L 


xcxxcxccxa 


ZD4U 




agxc Ltcxcc 


aaagxxccca 


xgagagxccx 


cagagxccxc 


cxgaggggcc 


7 7nrk 
Z/UU 


4* ^ ^ ^ ^1 4^ 4* 

t9cccH9tct 


cctctccaga 


gxccxgxgag 


ctccttcccc 


tcctccactt 


catcgagtct 


Z/bU 


ttcccagsig^ 


tctcctgtga 


gctccttccc 


ctcctccact 


tcatcgagtc 


tttccaagag 


ZoZU 


ttcccctgcig 


agtcctctcc 


agagxccxgx 


gatctccttc 


tcctcctcca 


cxxcaxxgag 


ZooU 


^ ^ ^ ^ ^ ^1 4" 

cccdttcagt 


gaagagxcca 


gcagcccagx 


agatgaatat 


acaagttcct 


M M| p> 4* 4« 

cagacaccxx 


Zy4U 


9CXa9ci939X 


gan lcc L uga 


cagacagcga 


gtccttgata gagagcgagc 


ccxxgxxcac 


5UUU 


L UaLclCaC L9 


ga ugaaaagg 


rggacgagxr 


ggcgcggttt 


cttctcctca 


aaxaxcaagx 




9aa9Cd.9CC L 


a Lcacaaagg 


cagaga tgc L 


gacgaatgtc 


atcagcaggt 


acacgggcxa 


jlZU 


cr L lcc rg Ly 


atc L Lcagga 


aagcccg xga 


gttcatagag 


atactttttg 


gcaxxxcccx 




9ct9^9^^9^9 


gaccctgaLg 


acxccxaxgx 


ctttgtaaac acattagacc 


xcaccxcxga 


3 y1 A 
3Z4U 


ggggtgtctg 


agxgaxgagc 


agggcaxgxc 


ccagaaccgc 


ctcctgattc 


xtatxctgag 






axaaagggca 


ccxaxgccxc 


tgaggaggtc atctgggatg 


xgcxgagxgg 




claXa9999^9 


cgxgcLggga 


gggagcacxx 


tgcctttggg 


gagcccaggg 


agcxccxcac 


3 A7n 


radcig L L xgg 


g rgcaggaac 


axxaccxaga 


gtaccgggag 


gtgcccaact 


cxxcxccxcc 




^ ^1 4* 4* ^ ^ ^ 

tcgttacgcisi 


ttcctgtggg 


gtccaagagc 


tcattcagaa gtcattaaga 


ggaaagtagt 


3540 


agagtttttg 


gccatgctaa 


agaataccgt 


ccctattacc 


tttccatcct 


cttacaagga 


D £ AA 


tgctttgaaa 


gatgtggaag 


agagagccca 


ggccataatt 


gacaccacag 


atgattcgac 


ibbO 


tgccacagaa 


agtgcaagct 


ccagtgtcat 


gtcccccagc 


ttctcttctg 


agtgaagtct 


5710 


agggcagat t 


cttccctctg 


agxxxgaagg 


gggcagtcga 


gtttctacgt 


ggtggagggc 


3 70 A 
3 /OU 


ctggttgagg 


ctggagagaa 


cacagtgcta 


tttgcatttc tgttccatat 


gggtagttat 


3840 


ggggtttacc 


tgttttactt 


ttgggtattt 


ttcaaatgct tttcctatta 


ataacaggtt 


3900 


taaatagctt 


cagaatccta 


gtttatgcac 


atgagtcgca 


catgtattgc 


tgtttttctg 


3960 


gtttaagagt 


aacagtttga 


tattttgtaa 


aaacaaaaac 


acacccaaac 


acaccacatt 


4020 
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gggaaaacct 


tctgcctcat 


LUD 5780-2US 
tttgtgatgt gtcacaggtt 


.ST25.txt 
aatg tgg tg L 


LaCLgxagga 


*fUoU 


attttcttga 


aactgtgaag 


gaactctgca 


gttaaatagt 


ggaataaagt 


aaaggattgt 


4140 


taatgtttgc 


atttcctcag 


gtcctttagt 


ctgttgttct 


tgaaaactaa 


agatacatac 


4200 


ctggtttgct 


tggcttacgt 


aagaaagtcg 


aagaaagtaa 


actgtaataa 


ataaaagtgt 


4260 


cagtg 












4265 


<210> 75 

<211> 77 

<212> DNA 

<213> Homo sapiens 












<400> 75 

gttcccagca gacaaactcc 


ctaggaagac 


aggagacctg 


tgaggcccta 


gagcaccacc 


60 


ttaagagaag aagagct 










77 


<210> 76 

<211> 2887 

<212> DNA 

<213> Homo sapiens 












<220> 

<221> mi sc_f eature 
<222> (1) . . (2887) 
<223> MAGE-C2 gene 












<400> 76 
tgggaatctg 


acggatcgga 


ggcatttgtg 


aggaggcgcg 


aarcaag L La 


gcggggggaa 


dU 


gagtcttaga 


cctggccagt 


cctcagggtg 


agggccctga 


ggaagaacug 


agggaccucc 




caccatagag 


agaagaaacc 


ccggcctgta 


ctgcgctgcc 


gtgagactgg 


uagg Lcccag 


loU 


acagggaaat 


ggccccagaa 


gaagggagga 


ggtgccggcc 


c lc uagggaa 


taaa Laggaa 




gacactgagg 


agggctgggg 


ggaacgcccc 


acctcagagg 


gcagattccc 


agagat tccc 


oUU 


accctgctcc 


tcaagtatca 


gccctcgtag 


agctccccag 


tcagctcagg 


cggggtggca 


3DU 


gccatcttat 


tcctgggtga 


gtggcgtagg 


ggaggcggag 


gccttggtct 


gagggtccca 


4^:0 


tggcaagtca 


gcacggggag 


ctgcctctgg 


ttggcagagg 


gaagattccc 


aggccctgct 


Vl OA 

4oU 


ggggataaga 


ctgaggagtc 


acatgtgcat 


cagaacggac 


gtgaggctac 


cccgactgcc 


c yi A 
540 


cccatggtag 


agtgctggga 


ggtggctgcc 


accgccctac 


ctcccactgc 


tctcagggat 


CAA 


gtggcggttg 


ctctgaggtt 


ttgccttagg 


ccagcagagt 


ggtggaggct 


cggccctctc 


bbO 


tgagaagccg 


tgaagttgct 


aattaaattc 


tgagggggcc 


atgcagtcca 


gaactatgag 


720 


gctctgggat 


tctggccagc 


cccagctgtc 


agccctagca 


ggcccaagac 


cctacttgca 


780 


gtctttagcc 


tgaggggctc 


cctcacttcc 


tcttgcaggt 


gctccaggaa 


ccaggtggtg 


840 


acgaactggg 


tgtgaggcac 


acagcctaaa 


gtcagcacag 
Page 


cagaggaggc 
27 


ccaggcagtg 


900 
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aggrgagxgc 


dcdccc xggc 


xgxgxaccaa 


ggycccxacc 


cccagaaaca 


you 




CaCayCaCCC 


ggcccLdccc 


accxaxxgxc 


acxccxgggg 


xcxcaggcxc 






cxgxgccc ug 


dyy Ly Lyx lc 


ccacaxccxc 


cxacaggxxc 


ccagcagaca 


lUoU 


aclCXCCC Lay 


gadgdcdggd 


ydccLy xyay 


gcccxagagc 


accaccxxdd 


M ^ M ^ ^ M ^ ^ M *^ 

gagaagaaga 




y L LyT.aciyy L 


yyCCLLLyLC 


dydyCCdXCd 


xggg xgdgxx 


xcxcagcxgd 


ggccacxcac 




dL Ly LCdL LC 


LC L LCCdCdy 


y cc Ly L Lygd 


lC LCdXCd LC 


CdXd Lcccxg 


^^M'^+- ^M^^ 

xxgaxacgxx 




f ^ ^ tt f i'i 
LaCCI.9CI.9C 


LCC Lgadgdd 


g Lcgrca Lgc 


cxcccgxxcc 


aggcgxxcca 


ttccgcaacg 




^ ^ ^ ^ ^ ^ M 

L LyclCddCycl 


c Lccccgacc 


LcagtLgag L 


tagaagactg 


ggtagatgca 


cagcatccca 


1380 


Ca9clL9cl99cl 


agaggaggaa 


gccxcc Lccg 


ccxcxxccac 


xxxgxacxxa 


gxattxxccc 


1 yi /I A 

1440 


CCLCLLCl LX 


CLCcacaxcc 


LCLLCTCLga 


xxcttggxgg 


tcctgaggag 


gaggaggtgc 


•1 CAA 

1500 


ccxcxyyxy L 


gaLaCCadaX 


cx Laccgaga 


gcaxxcccag 


xagxccxcca 


cagggtcctc 


1 C CA 

IddO 


caCayyyxcc 


L Lcccdgagx 


cc lc Lgagc L 


ccxgcxgcxc 


cxcxxxxxca 


tggagctcat 


1 COA 

loZO 


xcayxyciyya 


guccagcdgc 


cagaaagggg 


aggaxacagg 


caccxgxcag 


ggcctgccag 


1 COA 

looO 


^ ^ ^ ^ 

aCa9L9cl9 lC 


^^^^^^^^ 

C lC LCaCa 


xaracacrag 


axgaaaaggx 


ggccgagxta 


gtggagttcc 


1740 


L9C LCC LCaa 


aLdCgddgCa 


gaggagcctg 


xaacagaggc 


agagaxgcxg 


atgattgtca 


1 OAA 

loOO 


LCaa9 LaCaa 


dgd L LdC L Lt 


cc xg Lgaiiac 


xcaagagagc 


ccgtgagttc 


atggagcttc 


1 0 C A 

lobO 


■1- -t- +- +- n n r /- 1- 
L L L L L99CCT. 


LgCCC tgd Ld 


gaagtgggcc 


c xgaccac lx 


^4-M^M^M^^-(' 

cxgxgxgxxt 


gcaaacacag 


1 noA 


La99CC LLaC 


cgdLgdggg L 


ag LgargaLg 


•5 M M M ^ +" M ^ ^ 

agggcaxgcc 


cgagaacagc 


cxccxgatta 


1 QOA 

lyoO 


L La L LCX.9CI9 


tg XgaLC L LC 


axaaagggca 


acxgxgccxc 


tgaggaggtc 


atctgggaag 


0 A>l A 

^040 


X9C L9aaX9C 


agTiaggggra 


rargcLggga 


gggagcacxx 


cgtctatggg 


gagcctaggg 


T"! A A 

2100 


a9C LCCkCaC 


Ldacig L L xgg 


gxgcagggac 


axxaccxgga 


gtatcgggag 


gtgccccaca 


H ^A 
2I0O 


gxtctccxcc 


dLaLLaLgaa 


xxccxgxggg 


gxccaagagc 


ccattcagaa 


agcatcaaga 


2220 


n ^ ^ ^ +• ^ 

agdddy lecl 


agagi. L L L xa 


gccaagcxga 


acaacactgt 


tcctagtxcc 


tttccatcct 


2280 


M <^ ^ <rk ^ 0 ^ /*i M ^ 

9yI-aCday9cl 


rgcr Lxgaaa 


gaxgxggaag 


agagagtcca 


ggccacaatt 


gataccgcag 


2340 


aLgaLyCCdC 


tgtcatggcc 


agtgaaagcc 


tcagtgtcat 


gtccagcaac 


gtctcctttt 


2400 


ctQdy tgacig 


tctaggatag 


xttcxxcccc 


ttgtgtttga 


acagggcagt 


ttaggttcta 


2460 


gg Ldy Lygdy 


ggccaggtgg 


ggctcgagga 


acgtagtgtt 


ctttgcattt 


ctgtcccata 


2520 


tgggtgatgt 


agagatttac 


ctgtttttca 


gtattttcta 


aatgcttttc 


ctttgaatag 


2580 


caggtagtta 


gcttcagagt 


gttaatttat 


gaatattagt 


cgcacatgta 


ttgctcttta 


2640 


tctggtttaa 


gagtaacagt 


ttgatatttt 


gttaaaaaaa 


tggaaatacc 


ttctccctta 


2700 


ttttgtgatc 


tgtaacaggg 


tagtgtggta 


ttgtaatagg 


catttttttt 


tttttttaca 


2760 
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atgtgcaata actcagcagt taaatagtgg aacaaaattg aagggtggtc agtagtttca 2820 



tttccttgtc ctgcttattc ttttgttctt gaaaattata tatacctggc tttgcttagc 2880 
ttgttga 2887 

<210> 77 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 77 

Leu Leu Phe Gly Leu Ala Leu lie Glu val 
15 10 

<210> 78 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Leu Phe Gly Leu Ala Leu lie Glu val 
1 5 

<210> 79 
<211> 9 

<212> PRT 

<213> Homo sapiens 
<400> 79 

Leu Leu Phe Gly Leu Ala Leu lie Glu 
1 5 



<210> 80 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Leu Leu Phe Gly Leu Ala Leu lie 
1 5 



<210> 81 
<211> 16 
<212> PRT 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> Protein sequence of mini gene 14 Figure 12B 
<400> 81 

Met Glu Leu Leu Phe Gly Leu Ala Leu lie Glu val Gly Pro Asp His 
15 10 15 

Page 29 



LUD 5780-2us.ST25.txt 



<210> 82 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 82 

lie Leu Phe Gly lie Sen Leu Arg Glu val 
15 10 



<210> 83 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 83 

Leu val Phe Gly lie Asp val Lys Glu val 
15 10 



<210> 84 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 84 

Leu lie Phe Gly lie Ala Leu Thr Asp Met 
15 10 



<210> 85 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 85 

Leu val Phe Gly Leu Ala Leu Lys Glu val 
15 10 



<210> 86 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 86 

Leu Leu Phe Gly lie Asp val Lys Glu Val 
15 10 



<210> 87 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 87 
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val val Phe Gly Leu Glu Leu Asn Lys val 
1 5 10 



<210> 88 

<211> 10 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (1) 

<223> Xaa may be any amino acid 
<400> 88 

Xaa Leu Phe Gly Leu Ala Leu l1e Glu val 
15 10 



<210> 89 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 89 

Ala Sen Ser Thr Leu Tyr Leu Val Phe 
1 5 



<210> 90 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Ser Ala Ser Ser Thr Leu Tyr Leu Val Phe 
1 5 10 



<210> 91 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 91 

Ser Ser Thr Leu Tyr Leu val Phe 
1 5 



<210> 92 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 92 

Ala Ser ser Thr Leu Tyr Leu val 
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5 



<210> 93 

<211> 60 

<212> DNA 

<213> artificial sequence 
<220> 

<223> OligodT(T7) primer 

<400> 93 

tctagtcgac ggccagtgaa ttgtaatacg actcactata gggcgttttt tttttttttt 60 



<210> 94 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<210> 95 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 95 

tctggatata cggatgaaca ataa 24 



<210> 96 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<210> 97 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 97 

tatgtagctt cctcctgaga a 21 



<210> 98 

<211> 25 

<212> DNA 

<213> Homo sapiens 



<400> 94 

gtgagacaca ggttacgaat gt 



22 



<400> 96 

gaagagtcgt ccctgctat 



19 



<400> 98 

agagaaagtt tttctggaat gtgtc 



25 



<210> 99 
<211> 20 
<212> DNA 
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<400> 99 

acagtgagcc tggtcccatt 20 

<210> 100 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 100 

accccgatgc cgactagat 19 

<210> 101 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 101 

aggsgtgaat tcgtatccaa 20 

<210> 102 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_feature 

<223> additional exon in MAGE c2m 

<400> 102 

tcccagcaga caaactccct aggaagacag gagacctgtg 40 

<210> 103 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Exon sequence in MAGE C2M 

<400> 103 

aggccctaga gcaccacctt aagagaagaa gagct 35 

<210> 104 

<211> 1983 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> MAGE C2 CDNA sequence 

<400> 104 
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tgggaatctg 


acggatcgga 


ggcatttgtg 


aggaggcgcg 


aatcaagtta 


gcggggggaa 


60 


gagtcttaga 


cctggccagt 


cctcagggtg 


agggccctga 


ggaagaactg 


agggacctcc 


120 


caccatagag 


agaagaaacc 


ccggcctgta 


ctgcgctgcc 


gtgagactgg 


tgctccagga 


180 


accaggtggt 


gacgaactgg 


gtgtgaggca 


cacagcctaa 


agtcagcaca 


gcagaggagg 


240 


cccaggcagt 


gccaggagtc 


aaggcctgtt 


ggatctcatc 


atccatatcc 


ctgttgatac 


300 


gtttacctgc 


tgctcctgaa 


gaagtcgtca 


tgcctcccgt 


tccaggcgtt 


ccattccgca 


360 


acgttgacaa 


cgactccccg 


acctcagttg 


agttagaaga 


ctgggtagat 


gcacagcatc 


420 


ccacagatga 


ggaagaggag 


gaagcctcct 


ccgcctcttc 


cactttgtac 


ttagtatttt 


480 


ccccctcttc 


tttctccaca 


tcctcttctc 


tgattcttgg 


tggtcctgag 


gaggaggagg 


540 


tgccctctgg 


tgtgatacca 


aatcttaccg 


agagcattcc 


cagtagtcct 


ccacagggtc 


600 


ctccacaggg 


tccttcccag 


agtcctctga 


gctcctgctg 


ctcctctttt 


tcatggagct 


660 


cattcagtga 


ggagtccagc 


agccagaaag 


gggaggatac 


aggcacctgt 


cagggcctgc 


720 


cagacagtga 


gtcctctttc 


acatatacac 


tagatgaaaa 


ggtggccgag 


ttagtggagt 


780 


tcctgctcct 


caaatacgaa 


gcagaggagc 


ctgtaacaga ggcagagatg 


ctgatgattg 


840 


tcatcaagta 


caaagattac 


tttcctgtga 


tactcaagag 


agcccgtgag 


ttcatggagc 


900 


ttctttttgg 


ccttgccctg 


atagaagtgg 


gccctgacca 


cttctgtgtg 


tttgcaaaca 


960 


cagtaggcct 


caccgatgag 


ggtagtgatg 


atgagggcat 


gcccgagaac 


agcctcctga 


1020 


ttattattct 


gagtgtgatc 


ttcataaagg 


gcaactgtgc 


ctctgaggag 


gtcatctggg 


1080 


aagtgctgaa 


tgcagtaggg 


gtatatgctg 


ggagggagca 


cttcgtctat 


ggggagccta 


1140 


gggagctcct 


cactaaagtt 


tgggtgcagg 


gacattacct 


ggagtatcgg 


gaggtgcccc 


1200 


acagttctcc 


tccatattat 


gaattcctgt 


ggggtccaag 


agcccattca 


gaaagcatca 


1260 


agaagaaagt 


actagagttt 


ttagccaagc 


tgaacaacac 


tgttcctagt 


tcctttccat 


1320 


cctggtacaa 


ggatgctttg 


aaagatgtgg 


aagagagagt 


ccaggccaca 


attgataccg 


1380 


cagatgatgc 


cactgtcatg 


gccagtgaaa 


gcctcagtgt 


catgtccagc 


aacgtctcct 


1440 


tttctgagtg 


aagtctagga 


tagtttcttc 


cccttgtgtt 


tgaacagggc 


agtttaggtt 


1500 


ctaggtagtg 


gagggccagg 


tggggctcga 


ggaacgtagt 


gttctttgca 


tttctgtccc 


1560 


atatgggtga 


tgtagagatt 


tacctgtttt 


tcagtatttt 


ctaaatgctt 


ttcctttgaa 


1620 


tagcaggtag 


ttagcttcag 


agtgttaatt 


tatgaatatt 


agtcgcacat 


gtattgctct 


1680 


ttatctggtt 


taagagtaac 


agtttgatat 


tttgttaaaa aaatggaaat 


accttctccc 


1740 


ttattttgtg 


atctgtaaca 


gggtagtgtg 


gtattgtaat 


aggcattttt 


tttttttttt 


1800 


acaatgtgca 


ataactcagc 


agttaaatag 


tggaacaaaa 


ttgaagggtg 


gtcagtagtt 


1860 


tcatttcctt 


gtcctgctta 


ttcttttgtt 


cttgaaaatt 


atatatacct 


ggctttgctt 


1920 
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agcttgttga agaaagtagc agaaattaaa tcttaataaa agaaaaaaaa aaaaaaaaaa 1980 
agg 1983 

<210> 105 

<211> 373 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 
<223> MAGE C2 

<400> 105 

Met Pro Pro Val Pro Gly Val Pro Phe Arg Asn Val Asp Asn Asp Ser 
15 10 15 

Pro Thr Ser Val Glu Leu Glu Asp Trp Val Asp Ala Gin His Pro Thr 
20 25 30 

Asp Glu Glu Glu Glu Glu Ala Ser Ser Ala Ser ser Thr Leu Tyr Leu 
35 40 45 

Val Phe ser Pro Ser ser Phe Ser Thr Ser ser ser Leu lie Leu Gly 
50 55 60 

Gly Pro Glu Glu Glu Glu Val Pro Ser Gly Val lie Pro Asn Leu Thr 
65 70 75 80 

Glu ser lie Pro Ser ser Pro Pro Gin Gly Pro Pro Gin Gly Pro ser 
85 90 95 

Gin Ser Pro Leu Ser Ser cys Cys ser ser Phe Ser Trp ser Ser Phe 
100 105 110 

Ser Glu Glu Ser Ser Ser Gin Lys Gly Glu Asp Thr Gly Thr Cys Gin 
115 120 125 

Gly Leu Pro Asp Ser Glu Ser ser Phe Thr Tyr Thr Leu Asp Glu Lys 
130 135 140 

val Ala Glu Leu Val Glu Phe Leu Leu Leu Lys Tyr Glu Ala Glu Glu 
145 150 155 160 

Pro Val Thr Glu Ala Glu Met Leu Met lie val lie Lys Tyr Lys Asp 
165 170 175 

Tyr Phe Pro Val He Leu Lys Arg Ala Arg Glu Phe Met Glu Leu Leu 
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185 190 



Phe Gly Leu Ala Leu lie Glu val Gly Pro Asp His Phe Cys val Phe 
195 200 205 

Ala Asn Thr Val Gly Leu Thr Asp Glu Gly Ser Asp Asp Glu Gly Met 
210 215 220 

Pro Glu Asn Ser Leu Leu lie lie lie Leu Ser val lie Phe lie Lys 
225 230 235 240 

Gly Asn Cys Ala Ser Glu Glu val lie Trp Glu val Leu Asn Ala val 
245 250 255 

Gly Val Tyr Ala Gly Arg Glu His Phe val Tyr Gly Glu Pro Arg Glu 
260 265 270 

Leu Leu Thr Lys val Trp val Gin Gly His Tyr Leu Glu Tyr Arg Glu 
275 280 285 

Val Pro His Ser Ser Pro Pro Tyr Tyr Glu Phe Leu Trp Gly Pro Arg 
290 295 300 

Ala His Ser Glu ser lie Lys Lys Lys val Leu Glu Phe Leu Ala Lys 
305 310 315 320 

Leu Asn Asn Thr Val Pro Ser Ser Phe Pro Ser Trp Tyr Lys Asp Ala 
325 330 335 

Leu Lys Asp val Glu Glu Arg Val Gin Ala Thr lie Asp Thr Ala Asp 
340 345 350 

Asp Ala Thr val Met Ala Ser Glu Ser Leu Ser val Met Ser Ser Asn 
355 360 365 



Val Ser Phe Ser Glu 
370 
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